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HGADFNOO3

LMNA Exon 11, heterozygous c.1824 C>T (p.Gly608Gly)

L I 1
6 G T Cc C GC C C A C C T

1824 G>A

Note: Reverse primer was used for sequencing, so complement strand is shown



HGMDFNO90

LMNA Exon 11, normal

T rrrrrrrirribrnri
G G G T CC GGCTCC CATCTCT

1?|5 1'-?0 185

1824

Note: Reverse primer was used for sequencing, so complement strand is shown



HGADFN122

LMNA Exon 11, heterozygous c.1824 C>T (p.Gly608Gly)

G 6 G T C C GoC C Cc AC C T
170 175 150
| | |

1824 G>A

Note: Reverse primer was used for sequencing, so complement strand is shown



HGADFN127/

LMNA Exon 11, heterozygous ¢.1824 C>T (p.Gly608Gly)

P 1 1111 191 11111
& 6 T C C GC Cc Cc A C C T

1?|5 13|EI 13|5

1824 G>A

Note: Reverse primer was used for sequencing, so complement strand is shown



HGADFN143

LMNA Exon 11, heterozygous c.1824 C>T (p.Gly608Gly)

Ir 1T 111 r 1111111
= 6 G T C C GC Cc C A C C T

1?|5 1?0

1824 G>A

Note: Reverse primer was used for sequencing, so complement strand is shown



HGADFN155

LMNA Exon 11, heterozygous c.1824 C>T (p.Gly608Gly)

Ir T 1T 1T 7T 1T 7T1T 1T 17T 71T 01T 101 1
G 6 6 T ¢ C GgGC © C A C C T

1?|5 H?EI

ﬂﬁ iy o
H{bro

LT

T

1824 G>A

Note: Reverse primer was used for sequencing, so complement strand is shown



HGADFN164

LMNA Exon 11, heterozygous c.1824 C>T (p.Gly608Gly)

rrrriri1r . rrrrriri
G 66 T CC GCOCCATCTCT
25
]

1?|5 1E|=EI 1

1824 C>T

Note: Reverse primer was used for sequencing, so complement strand is shown



HGADFN167/

LMNA Exon 11, heterozygous c.1824 C>T (p.Gly608Gly)

I T 1T 1T 11T 117 1T 11T 1T °1 1
G 6T C C GeCc Cc Cc A C C T

1?|5 1E|=EI

1824 G>A

Note: Reverse primer was used for sequencing, so complement strand is shown



HGFDFN168

LMNA Exon 11, normal

rrrrrrrrrrrnrinru
& G T Cc C G C C CAC C T
175 120
| |
4
T
(&6 l
= - ‘h—-...-.—______-—-‘__.-_-___.-_..---“.. | Rt

1824

Note: Reverse primer was used for sequencing, so complement strand is shown



HGADFN169

LMNA Exon 11, heterozygous c.1824 C>T (p.Gly608Gly)
111 11111 [

111 I
G G 6T CCGCCGCACTC T

1?|5 1?0 185

1824 G>A

Note: Reverse primer was used for sequencing, so complement strand is shown



HGADFN17/8

LMNA Exon 11, heterozygous c.1824 C>T (p.Gly608Gly)

rrrrrir_rrrrriri
G GG6GT CCGCCCACTCT

17;5 1?0

1824 G>A

Note: Reverse primer was used for sequencing, so complement strand is shown



HGADFN188

LMNA Exon 11, heterozygous c.1824 C>T (p.Gly608Gly)
rrrrrr.-rrtrrrii

& G 6 T ¢ ¢ GeC o CcC A C C T

1?|5 1?0

1824 G>A

Note: Reverse primer was used for sequencing, so complement strand is shown



HGADFN271

LMNA Exon 11, heterozygous c.1824 C>T (p.Gly608Gly)

o7 11 ' T T 1T 1T 1T 1
G Ge—elT C C GC C C A C C T

175 120 185
| | |

1824 G>A

Note: Reverse primer was used for sequencing, so complement strand is shown



HGADFN367

LMNA Exon 11, heterozygous c.1824 C>T (p.Gly608Gly)

rr 1111 .rrrrriri
G GG T CC GCCCATCTCT

1?|5 1E|=IZI 1?5

1824 G>A

Note: Reverse primer was used for sequencing, so complement strand is shown



HGMDFN368

LMNA Exon 11, normal
T T T T T T T 1T 111 011
G & T Cc C G C C Cc A C C T
i\;] DT
| ndla i ““
T

1824

Note: Reverse primer was used for sequencing, so complement strand is shown



HGFDFN369
LMNA Exon 11, normal

rirririrrrrrrrriri
G GGT CCGCOCGCACTC T

1?IIII 175 120
| |

Note: Reverse primer was used for sequencing, so complement strand is shown



HGMDFN717

LMNA Exon 11, normal

HENREREREERRRR R D
G G G T C C GC CcC CcAC CT G
1?|5 1?0 1?5
A Mn
i\il\ﬁ
[N Hrpegrin |
f*{ [ A
T
1824

Note: Reverse primer was used for sequencing, so complement strand is shown



HGMDFN7/18

LMNA Exon 11, normal

NIRNERRR
c GCo Ccoc A CC T

111
G G GT

(__j_

=i
(5}
=
=

1824
Note: Reverse primer was used for sequencing, so complement strand is shown



PSADFNO86

LMNA Exon 11, heterozygous c.1968+1 G>A

1 or .o I 111
C CCA GAT GAGTT

15|5 1?[!

|

= 1‘ - .l...fn.'l:\._- =] .&-,i“_-_-...-_.

T

1968+1 G>A




PSADFN257
LMNA Exon 10, homozygous ¢.1619 T>C (p.Met540Thr)

rirrrrrrrrii
T G C GCGTG G C C

1?|5 18|EI 13|5

1619 A>G

Note: Reverse primer was used for sequencing, so complement strand is shown



PSADFN325

LMNA Exon 11/Intron 11 junction, heterozygous c.1968+5 G>C
r T T. 11 0111

11
G GT G ACT T GT C

1?0 1?5

1968+5 G>C



PSADFN325

LMNA Exon 11/Intron 11 junction, heterozygous c.1968+5 G>C
T T T T. 011 T1TTT11

6T G AC T T GT C

1?0 1?5

1968+5 G>C



PSMDFN326

LMNA Exon 11/Intron 11 junction, normal

I 1T 1T 1T 1T 1T 11
G G T G A GT T

1EI:EI

I 1T 1
G T C

1EI»'-5

1968+5




PSFDFN327

LMNA Exon 11/Intron 11 junction, normal

I 1T 1T 1T 1111 n1rri
G 6 T G AGT T GT C

1?0 1l'|:=5

1968+5



PSADFN328

LMNA Exon 11, heterozygous c. 1822 G>A (p.Gly608Ser)

I 1 . ' I 1
T CC o C MW CALCCT
175 120

1822 C>T

Note: Reverse primer was used for sequencing, so complement strand is shown



PSMDFN346

LMNA Exon 11, c.1968+1, normal

Ir 1T 11 1 1T 11T 1T 1T 11
cocc A G G T G A G T T

15|5 1?0 1?5

1968+1



PSADFN363

LMNA Exon 6, heterozygous c. 973 G>A (p.Asp325Asn)

r 1oy . e o
C T G 6 AN N ACc T C A




PSMDFN364

LMNA Exon 6, heterozygous c. 973, normal

rFrrrri1rrrr rrri
C T G G AG G AC T CAC




PSFDFN365

LMNA Exon 6, heterozygous c. 973, normal

rrrrirriri.rrrl
C T 6 G AG G AC T CA C

5|5 EIEI EIE




PSADFN392
LMNA Exon 11, heterozygous c.1968+2 T>C

N
C C C A G GT G A G

1?0 1?5

| |
T T

1968+2 T>C



PSMDFN393

LMNA Exon 11, heterozygous ¢.1968+2 normal

BEER I
A

CC CA G

15|5

ol

1968+2 T>C

m_
— —
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=
-
o




PSFDFN394

LMNA Exon 11, heterozygous ¢.1968+2 normal
Il 1l
C

) —
m—
— —

-
o
=
=
=
o

ﬁkxh\_

1968+2 T>C



PSADFN412
LMNA Exon 11, heterozygous c.1762T>C p.C588R

rrrrrir.ro 1 111
G T G C T GCGZC G G G A

15|III 15|5 1

1762 T>C



PSADFN414

LMNA Exon 11, heterozygous c.1762T>C (p C588R)

I + 1 1 1T 1 . 1
GTGCTGTGCGGG;&

| |

W

BVUNANAD:

1762 T>C




PSADFN542

LMNA Exon 11, heterozygous c.1930 C>T ( p.Argb644Cys)

T ETETTIN
I I I I I
T T

T
I | "B | |
A C C G C

120 12|5
]

1930 C>T



PSADFN576

LMNA Exon 11/Intron 11 junction, heterozygous ¢.1968+5 G>A

=
(=
-
o
=
=

1968+5 G>A



